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% ona 2 (Sample List)

1. BAMEIERER K Project

A 847 MassLynx &zl

B. EAEAERIRIEATH
Masslynx Login

Waters Laboratery Inforfiufic

Type a logon name and password to log in.
&F
Waters | ogon Name: GLPuser |

Password: | essssse |

Dormain MM2737 v|

Role | Regulated v |

C. EABKRELR~ER

Group Warning

W ARMIMNG

Ik

You musk adhere to S0P 23456,
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D. #3Z File > Project Wizard -

Eiew Bun  Help

(& Open Project... %ﬁ. |> [ 0l Eshcltcut !-’}éQueue g‘:}Status
Project Wizard... I -

Queue Is Empty

SEEE Al P2 ] Spectrum Chromatogram Map Edit= Samples~
File Mame | Fie Text |

X |

Ctrl+M
Ctrl+0
Ctrl+5

Save As...

Import Worksheet...
Import Data...

&3 Print...

Print Setup...

av

MS Tune

V] o

System Status

Exit

™ ready

Create a new MassLynx project
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E. 3D Yes

=% When changing to a new Project some services are automatically
closed down,
Continue?

Project name  |Pesticdes_2016

Description |

Location |Di“~

{* Create new project

(™" Create using cument project as template
[T Copy sample lists

(™ Create using edsting project as templaie

Existing project  |D:"Ekon. PRO
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2. #EiltxmiEE Sample List

/
o

A BT S mih BUFMESEE

Help

= W j| B O [0 |@Shqucutl i Queve &5 status .
Queue Is Empty

o Spectrum Chromatogram Map Edit~ Samples»
[ File: N are |Filel'eat| MS File |MS'ELmeFls| Inlet File  [Botlle! Inject Vol | Sample Type ConcA  |QuanR[~

o

G‘_T?.? 0.000
Inlet Method | e
0.000
0.000
0.000
Solvent Monitor | 0,000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000

v) o |

0.000
System Status 0.000
0.000

0.000
0.000

0.000 |T
’

Ready :Not Scanning :0:0 Only Batch Shutdown Enabled m )

Instrument

Instrument

Tools

bad
c
=
-
[
@
=
[a]
4]
>
=
c
=
=
o
3
=
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File ¥iew RBun Help

E‘,” MRRE - A=A | i Shortcut I-:',-'éllQll.ua'uta @Status
Queue Is Empty

Spectrum Chromatoegram Map Edit~ Samplas~

Instrument &
File Teat |

File Mame

[ -'
Cut

Instrument

Inlet Method Copy
Paste

Tools

Add
Insert

Solvent Monitor
Clear Selected

Properties...
MS Method Remove Column
Customize Display...

AutoSampler Bed Layout...

=
c
-
|
=
@
[= 8
o
0]
<
=
c
=S
s
w
o
| IS
T
'_

& (4]

System Status

|N ot Scanning |D:ﬂ On ly Batch Shutdown Enabled

C. EAREIBIIR Sample List F=A85I& - & F OK -
rSalrr-r:lles ﬁ

— Murnber of Samples————— ok, | |
|'5'37 = Cancel




D. ## File > Save as - LI FRmBERM -

= Open Project... l;ﬁ

P O il | @Shortcutl -?:éQueue &35 Status
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Project Wizard...

Open Data File...
&>
Ctrl+ M

Ctrl+O
Ctr+5

[ Mew
E. Open...
E zave

I Save As..,

Import Worksheet...
Import Data...

E} Print...

Print Setup...

av

MS Tune

Q o

System Status

Ctrl+P

Exit

™ Ready

Sawve the active sample list with @ new name

Queue Is Empty
Samples =

Spectrum Chromatogram Map Editw

File Text

File M arme |

E. WAKmBERZMEE &1 Save -

Save in:| ) SampleDB

Mame

4 |

Date modified

Mo items match your search.

Fils name: ||

Save as type: | Sample Lists (~SPL)
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F. fR&_LHIR Project #2 Sample List ZEENEIIEA -

7] MassLynx | Pesticic

M Project 44 - Sample List 47

22| 0 W[ Sh| P L Ul || @ Shotcut §Queve FPstatus |
Queue Is Empty

Spectrum Chromatogram Map Editv Samples~
I File Name File Text MS File

Instrument &»

Instrum ent

1
2
Inlet Mathod

Tools

Solvant Monitor

e
=
-
-
c
o
=%
a
wl
E
=
c
-
=
o
5
=

MS Tune

o o

System Status

™ Ready

Mat Scanning |Dnl}r Batch Shutdown Enabled E -
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. tNREFEE K Project Bk mig E (Sample List)

1. tIREZEERIK Project

A, RhEE %GR -

View Run Help

- | _1 _T“l, H j| > J lJU |EShcrlcut. %éQueue @Status
Queue Is Empty

Spectrum Chromatogram Map Editv Samples~
[ File: Name |Filel'm| M5 File |MSTLneFls| Inlet File  [Battle| Inject Vol | Sample Type ConcA  |Quanf|« |

1] 0,000

weneed
S 0,000

Inlet Method | < .
0.000

0.000
0.000
Solvant Monitor | 0,000
0.000
0.000
0,000
0.000
0.000
0.000

0.000
MS Tune 0.000

W (4] e

0,000
System Status 0.000
0.000

® ready .= | 0,000
0.000

0.000 [+]

b
ING’( Scanning ; Only Batch Shutdown Enabled ":_] A

Instrument &»

Instrument

Tools

=
=
=
ar
c
@
=%
8]
wm
x
=
c
=
L
o
5
fid
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B. #& P Yes-
" Select Project ===

@ When changing te 2 new Project sorme services are automatically

closed down.
Continue?

- |

C. EAAPEESRERK 21 OK -
[ setect Project >

File Marne: Directories:
[5cott FRD Dy
20 B0323 NTOU WD _test PRO P =R
2010503 tests. PRO =
201 0625 DEMO tet PRO B O SRECYCLEBN
EllanFRO Bl =5 System Volume |rfarmation

Harnmy &8 ezt PRO
Pacticides JO1EPRO

=

R

pesticice M5_5GS.PRO

pesticides FRO

test, PRO N

—l

Dirivees:

| D: 72922 ~|  Metwok.
[ ok || cance |
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o

Ready

11

i W]
= e
File View Run Help ~ |
ﬁ = _‘l Bl H __j | > 1 0d | él Shqucut -; Queue @Status |
Queue Is Empty
= Instrument &% Spectrum Chromatogram Map Editv Samples~
£ [ Fie Name [File Temt| MSFie |MS TuneFis| InletFile [Botle|lnject Voh...| Sample Type | ConcA  [QuanR
E a 342016071 3w 2 Defaul Dali C7 1.000
£ S 3 |20160713_02 5 Defaul Dali 1.Ca 1.000
" Inlet Method | Bl [20160713_09 8 Defaul Dal 10 1.000
_S ¥ 0.000
= E7] 0.000
= 33 0.000
- Solvent Monitor a0 | 0,000
8 4 0,000
o @ 42 0,000
0 43 0,000
i MS Method | a4 0,000
5 5 0.000
3 o I3 0.000
G | 7 | 0,000
= MS Tune ] f.ooo
o O 49 0.000
50 | 0.000
System Status 5 0.000
52 0.000
™ Ready ez | 0.000
. |
:Not Scanning 0:0 Only Batch Shutdown Enabled m Y
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|
File View Run Help ""'f |
- OS] > 0 0|2 Do G |
Queue Is Empty
= Instrument &% Spectrum Chromatogram Map Editv Samples~
E [ File Marme [File rm| MSFie |MS TmeFie| Inlet File  |[Botle] Inject Voh... | Sample Type ConcA  |QuanR »
£ o 3 2016071307 2 D Default Dali 17 1.000
E 'ﬁ?‘" 35 20160M3 08 L} E] Ditaun Dali TEE 1.000
Inlet Method 3 |2060713_03 a Dali Diefaul Dal 1:0.1 1.000
E 3 | 0,000
= kT 0.000
= 33 0,000
- Solvent Monitor 0 | 0,000
8 4 a.000
o @ 42 0.000
® 43 0,000
o MS Method [ ag | 0,000
5 I 0.000
3 0 I3 0.000 |
k: - 4 | 0.000
LERUCIL @ 8.000
o O 49 0.000
50 0,000
System Status 5 0.000
52 0,000
™ Ready 53 0,000
a | 3
Ready INot'Scanning 0:0 Only Batch Shutdown Enabled {] Y
BB = [ == 2o r
EERXRmBE - % b Open -
Open b
Lookin: | J, SampieDB ~| + @ ex B
-
Marme Date modified Type
|| 2016 Training.5PL 0/28/2016 2:21 PM SPL File
_| Huabao.5PL T/1372016 7:00 PM SPLFile

4 m

Rlename: 2016 Training

Fles of type: | Sample Lists (*.SPL)
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ﬁ'jﬂﬂ j| PO 00 |é_,']5hqucut.

e

hE

Queue @Status |

Instrument

Tools

Ead
c
>
-
c
@
o
[a]
0
x
=
c
>
d
o
3
fud

Instrument &»

Inlet Method

Solvent Monitor

v (4]

System Status

™ Ready

Queue Is Empty
Spectrum Chromatogram Map Edit~v Samples~

File N ame

[File l'snt| MS File  |MS TmeFis| Irlet File  |Botlle|Inject Wohi. .| Sample Type Conch  |Quanf « |

1

13

jNut'Scanning

0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000
0.000

[
Only Batch Shutdown Enabled %]



T B, |

Waters

THE SCIENCE OF WHAT'S POSSIBLE.’
. #xmm 53
1. BURESRAE

A HEEFEEEAM Instrument D E

File  View Run Help

ﬁ < | _=| qz*l, H ,__f§| > J l]” |E$hqrtcut. -’-séQueue QStatus
Queue Is Empty

P Spectrum Chromatogram Map Editv Samples~
[ File Narne |Filel'm| M5 File: |MSTL-13I-1;| Inlet File  [Botile! Inject Vohi .| Sample Type

000

Inlet Method I | i
0,000

0.000

0000

Solvent Maonitor | 0,000
000
0000
0,000
0,000
0000
0,000

0000
0.000

O o 15 ] 0.000

0,000
System Status 0.000
0.000
0,000

000
0,000 -

o
=
o
E
=]
b
w
C
=
w
3
fisd
Fad
c
>
_l
[
@
a
o]
]
x
=
c
=
d
o
5
=

| t
IND’( Scanning : Only Batch Shutdown Enabled @ Y

by

B. ®eRGARBHABLUN=1&  FEEMiE—  BFELEEE  KERETH °

\

e AEE RIBET 24 BREE-BIRAcE | HREE-KREEE

e & O

RERMER Inlet Method MS Method MS Tune
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g

o

EREEREZA-MS Tune

2EA M Instrument 2 E &R MS Tune - 387

/| Masslynx - Sc
File View Run Help | <7

- 02 H S| > U 0| & shortcut

Queue fﬁ Status

Queue Is Empty
45' Instrument & Spectrum Chromatogram Map Edit~ Samples~
c File Name |Inlet Fi|e| M5 File |MS Tune FiIe|Bott|e| Inect VYolume | Sample Tupe Conc A Quan Referen... «
g 1 (20160928 001 Defaul Default Diefault 1:4.2 2.000 Standard 05
¢ 2 |20160928_002 Default Default Default 1:4.3 0.000 Standard 2 u
- Solvent Monitor 3 (20160928 003 Defaul Default Default 1:4.4 0.000 Standard 10 "
© 4 [20160928_004 Defaul Default Drefault 1485 0.000 Standard 25 ®
o
= 5 |20160928_005 Default  Default Drefault 148 0.000 Standard 50 "
E B |20160928 006 Default Default Drefault 1A7F 0.000 Recoverny 25
i MS Method 7 |20160928_007 Default  Default Default 1B.3 0.000 Analyte
EJ_ 8 |20160928_008 Default  Default Drefault 1:B.4 0.000 &nalyte
o 0 9 |20160928_009 Default  Default Default 185 0.000Qc
()] 10 0.000
x
x LB i 0.000
;: 12 0.000
L == 13 0.000
< o o 14 0.000
= 15 0.000
System Status 16 0.000
17 0.000
™ Read
Y 18 0.000
13 0.000
20 nnnn hd
4 »
Ready Mot Scanning 0:0 Only Batch Shutdown Enabled {l

15
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s I 11 . BRI & . 1885 Desolvation(L/Hr) £1 Cone(L/Hn 5515
-z 0 ma . mass - wEllea . BaEE . s Capilary
(kV) ~ Cone (V)£ Desolvation Temp (°O)BZEZIREE -

File View IonMode Calibration Gas Vacuum Ramps Setup  Acquire Help

02 H S ol @ /®|e|» 0 u|@m)

ES+ | Fluidicz | Extended | Diagnnstics| Function

M5 Scan

Source Yoltages
Capillary [kW]

Cone [W]

Source Temperatures
Desolvation Temp ["C]

Source Gaz Flow
Dezolvation [LAHr)
Cane [L/hr]

Analyzer
L Resalution 1

Hi Resolution 1

lon Erergy 1

LM Resolution 2
Hi Resolution 2
lon Energy 2

Collizion Energy M5 [\

FE M ——F
T ] Y —

351 350

T
N C

s [——F—
T e
I E——,

0 [ —
T e
Bs ——

=

Mewutral Gain Scan

Meutral Gain Scan

Mewutral Gain Scan

Ry
200.0

B A R AT R LA T
300.0 400.0 500.0

=

T
600.0

(o]

Ready

16

Vacuum Ok Operate




T/
Waters

THE SCIENCE OF WHAT'S POSSIBLE.’

C. tJ#3 Fluidics 7 & - 11§ Valve Position Ak LC -

File

View IonMode Calibration Gas Vacuum Ramps

Setup  Acquire

Help

3oy e /Be| > o[

| ES+ || Fluidics |Estended | Diagnastics|

Contrals
.

Status

State |dle

minutes remaining at 5.0 pldmin

! remaining

Position

Flaw

Flow Rate 5.0 pL/mir
Walve Position

Fill

Reservoir

Fill *Yalume L

Wazh | times when purging.

Function
5 Scan

Meutral Gain Scan
Meutral Gain Scan

Meutral Gain Scan

200.0 300.0 400.0 500.0 600.0

HEjEea] |

17

Vacuum Ok Operate
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HhIhaEsRAR:
o BLEAE Syringe R @
BLEAE Syringe IEKR M@
< B EAEE Syringe BEE R
Flow Rate BB Syringe EEERRER

Valve Position

Bt @RS

Infusion - R

St f AR

FTEIERE - BEHEABREM
(p.23) -
LC- BEMAREANEIEE

Waste- BT AKEARBRE

REEANE Syrlnge iR EIEE

WEARE BN AR ARG S 1B

. E27E Console 2EARTE

Reservoir

BLEAE Syringe EMEVEmOMIE

Wash

5

= heBaE R
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3. FERMERENZM-Inlet

A. EREL A Instrument D EE K Inlet Method - ijﬁ;g?ﬁ °

le View Run Help ""‘f

S DR E B> 000 [[@ s Do Goous
Queue Is Empty
E Instrument & Spectrum Chromatogram Map Edit~ Samples~
= File Mame |File Text| Inlet File | M5 File |MS Tune FiIe|EotlIe|Iniecl Walume| Sample Type Conc & Quan =
Z a 1 Default Default Default 0.000
o
2 T2 2 — 0000
- Inlet Method 3 0.000
g 4 0.000
= 5 0.000
= E 0.000
i Solvent Monitor 7 0.000
5 3 0.000
o @ 5 0.000
Q 10 0.000
= MS Method 11 0.000
5 12 0.000
- o o 14 0.000
- 15 0.000
System Status 16 0.000
17 0.000
@ reacy 18 0.000
8] 0.000
il nnnn -
4 »
Naot Scanning 0:0 Only Batch Shutdown Enabled E

19
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B. ,.\‘£‘£;§$EEIJE’\J & mEEEERTS BT Open FRY -

View Tools LT  Acquity Sampler Help

Ed & il | & . |5 &

‘ Status
"- | Status | ACQUITY Additional Status | Solvent Levels |

Stat
atus & Open x|

Lookin: | |, ACQUDB | £ Ev

MName & |v| Date modified |v| Type |v| Eﬂ
Inlet || Huabao.wvhp 7/5/201610:46 PM WWHP File
|_|Huabao_neg.acm 7/5/2016 10:47 PM ACM File

|| Huabao_neg.wvhp 7/5/2016 10:47 PM WWHP File
@ TEST.acm 7/6/201611:00 PM  ACM File
Autosamp | | TEST.wwvhp Uﬁfznm 1104 PM _[WVHPFile | g
‘ | 5

@ File name: |TEST Open |

Acquity €| Files of type: ||'~"|Eth|:|d Files (*wvhp;* ftin;*.acm) ﬂ Cancel

I
For Help, press F1

C. ®F & 2l - AT AR B HEIERLEA -

Acquity Sampler  Help
DEH & ek 2. | 2[e
Status

Status IAEE!LIITY Additional Status | Solvent Levels

Indicators

Running
Pump On
Inject Cycle
Ready
Autosampler

ok

Detector

. Scan: Mode: 1dl
Acquity CM cah ode: [dle

For Help, press F1

20
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D. tJ#3) ACQUITY Additional Status 7 & - 2h# "i %ih -

File Wiew Tools LC AcquitySampler Help
DSH S Gz |[£ . |BH &
Status

Statug ACQUITY Additional Status |Solvent Levels

Binary Solvent Manager # sample Manager FTN

Flow

6794 psi Al 0.0 %
sample  15°1 oC
0.300 mLfmin 0.0 % @ 1Lt off

TuUv Detector @ Column Manager

Lamg

Autosampler Column Selection  Column 4

@ Temperature el eC
L off

Acquity CM

For Help, press F1

21



T/
Waters

THE SCIENCE OF WHAT'S POSSIBLE.’

tljiﬁ?ﬁ - RhEARISROBEIR - &R EE Delta ViR 50psi - BT
TR R AT ERE

=) System o
Control Configure  Maintain  Troubleshoot  Hel
= Binary Salvent Manager - P @ Poveer @ Flow b
Performance
Sample Manager FTN
TUV Detector conditions performance @
= ¥evo TQ-Smicro MS Detec . A
IntelliStart 6604 psi ﬂ 700 %% BSM Total volume pumped Flow
O 0.300 mimm Bl  30.0 % 4L
; o 0.000
Interactive Fluidics S b
T e pressure ripple (psi, 1 min i
Plots Degasser: Vent Valve: Minimum Maddimum Delta (a
Maintenance Courters 0.43 psila]l System 6602 6611 9 = |
Logs Home
BSM System Pressure Rt.aah'me
L) System Status . B300.00 -
a 3 = ;ﬁ-ﬁ
34‘:':'03—: Full View
E BSM Flow Rate
2 o3 6®
0,255 — +  Unzoom | 0
I — T T T T
-5.00 -4.00 -3.00 -2.00 -1.00
Minutes A
1| n k

22
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fREER B E
73 BI#E Inlet File ~ MS File ~ MS Tune File B2 B E A M~ - Blo]EEH

2235 °

(o =
1 Masslyn - =
File View Run Help =/

- U2 E 5| P O 01 || @ skt ; Queve F5 Status
Queue Is Empty
E Instrument & Spectrum Chromatogram Map Edit~ Samples~
= File Mame |File Text| Inlet File | 15 File |MS Tune FiIe|EotlIe|Iniecl Walume| Sample Type Conc & Quan =
g o 1 Default Default Default 0.000
£ $ 2 I 1 0.000
" Inlet Method 3 0.000
o 4 J= ES 0.000
g BRI N
= 5 0.000
= E 0.000
i Solvent Monitor 7 0.000
T ] 0.000
O
o @ 5 0.000
Q 10 0.000
é MSs Method 11 0.000
% 13 0.000
- o o 14 0.000
- 15 0.000
System Status 16 0.000
17 0.000
™ Read
& Beady 18 0.000
19 0.000
il nnnn -
4 »
Ready Naot Scanning 0:0 Only Batch Shutdown Enabled E

23
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B. 7t Bottle Bz MEE AR - EiE Auto Sampler Bed Layout -

File View Run Help -7
g s j -% H j P O 0l @ Shortcut 'Eﬁ*Queue f?Status
Queue Is Empty

Spectrum Chromatogram Map Edit- Samples~

Instrument &»
File Mame |FileText| Inlet File | 5 File |MS TuneFiIe|BottIe|Iniect\u"qume Sample Type Conc & Quan =

Instrument
%

1 D efault D efault D efault | 0.000
2 L:_II Cut
" Inlet Method 3 Copy
§ : Paste
E Add
Solvent Monitor 7 Insert
]

Clear Selected

Customize Display...

4 pgetlynx XS OpenlLynx
o w

MS Method 11 I AutoSampler Bed Layout.., I
12 anae )
“‘ 13 0.000
O o 14 0.000
115 0.000
System Status 16 0.000
17 0.000
® ready = 0.000
19 0.000
o0 i nnn oL
P »
Ready Mot Scanning 0:0 Only Batch Shutdown Enabled ’a
O fo — = SBE 43 ] NI == yias
C. aEmBrEEMERMAUE @ Z MNEERR - #1E Replace -

( AutoSampler Bed Layout Lﬂ ]
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1232 450678
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File View Run Help -/
g - j % [H :_fﬁ PO Ol (& Shortcut -:__:'; Queue @Status
Queue Is Empty
*g' Tnstrument & Spectrum Chromatogram Map Edit= Samples~
= File Mame |File Text| Inlet File | 15 File |MS Tune Fil |Bottle| Inject Waolume | Sample Type Conc & Qi =~
g [ 1 Default Default Default 0.000
c @ ] 1:4,3 0.000
" Inlet Method £l T4 0.000
5 4 145 0.000
(o]
= 5 1:4.5 0.000
x B TA7 0.000
iy Solvent Monitor 7 1B8.3 0.000
T 8 B4 0,000
o
o @ 5 185 0.000
ul 10 0.000
B3
E MS Method 1 0.000
= 12 0.000
E N
g 13 0.000
- o o T4 0.000
- 15 0.000
System Status 16 0.000
17 0.000
™ Read
& =escy 18 0.000
19 0.000
a0 i ann T
“ »
Ready Not Scanning 0:0 Only Batch Shutdown Enabled E
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Injection Volume oSS A (L)
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#IE QC ; MR IxmEEE Recovery -

Conc A/Conc B FEMRESEWRERAZRE -

File Name

||I»

File Text eSS
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Sample Type

Quan Reference A X - IEEZEES|A Targetlynx 5HE1E% ion ratio -
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F. SBEZIRZE MU - #3= Fill Series - tJZB&EHRR

Eile  View PBun Help

02 E|S| b O 0| & shotcut Queue &5 Status
Queue Is Empty
*g Instrument & Spectrum Chromatogram Map Editv Samples~
E FileName | File Test  [InletFile] MS File  [MS Tune Fie[Botie] Iniect Valume | Sample Type Conc & -
g a 1 01605928 001 Default  Default Default 142 2000
= @ 2 1:4,3 0,000
o Inlet Method 3 144 0.000
° 4 Cut 145 0000
(=]
= 5 Copy 1:86 0,000
x : B Paste 147 0.000
=5 Solvent Monitor 7 1:6.3 0.000
[ Add
a 8 : 1:B.4 0.000
8 @ 3 nsert 1B5 0.000
o 10 Fill Down 0.000
% MS Method n [ Finrseries... | 0.000
> 12 0.000
EJ\ “' 13 Clear Selected 0,000
- o o 14 Customize Display... 0.000
= 15 0.000
System Status 16 AutoSampler Bed Layout... oo
17 0.000
™ Ready
: 18 0.000
19 0.000
an nnnn T
1] 3
Ready Mot Scanning 0:0 Only Batch Shutdown Enabled E

G. BEARELE M - £ Fill Down - ol B&#RE -

File View Run Help ~p

g - O B H & b L 00 || @ shorteut -:__?:ﬁ*Queue fgsmtus
Queue Is Empty

*g Instrument & Spectrum Chromatogram Map Edit~ Samples~
= File Mame | File Text |Inlet File i IS Tune File|Bottle| Inject Wolume | Sample Type Conc & -
g [i] 1 |20160928_001 efault 142 2.000
< @ 2 |20160928_002 Cut
Inlet Method 3 |20160928_003 Copy
w
5 4 |20160928_004 Paste
o
= 5 |20160928_005
= . B |20160928_006 Add
N Solvent Monitor 7 |20160328_007 Insert
C
g 8 |201e0923_002 Fill Down I
= 9 |20160928_003
" 10 Clear Selected
x
= L 1 Customize Display...
= 12
*g “' 13 AutoSampler Bed Layout...
- o o 14 0.000
= 15 0.000
System Status 16 0.000
ili7 0.000
"-‘ Ready
18 0.000
19 0.000
210 nnnn oL
4 3
Ready Not Scanning 0:0 Only Batch Shutdown Enabled E
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Spectrum Chromatogram Map Edit= Samples~
File Hame |Inlet Filel M5 File |MS Tune FiIelBotlIe| Inject Wolume | Sample Type Conc & (uan Referen... »

20160923 001 Default Default Diefault 1:.4.2 2.000/Standard 05
20160928 002 Default Default Drefault 143 0.000 Standard 2
20160928 003 Default  Default Default 144 0.000 Standard 10
20160923 004 Default Default Diefault 145 0.000/Standard 25
20160923 005 Default Default Default 1.4F 0.000 Standard L]
20160928 006 Default  Default Default 147 0.000 Recovery 25
20160928 007 Default  Default Default 1B.3 0.000 Analyte
20160923 008 Default Default Diefault 1B.4 0.000 Analyte
20160925_009 Default  Default Default 1ES 0.000ac

0.000

0.000

0.000

0.000
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[1Pre-Fun BEE. 20
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Scheduling
[ Priority
[ Might Time Process

| Ilzer Processes... | k. Cancel

C. #meHRRERFTRNEREES TR -

Eile View Run Help

_'F-’; - 0B H | B O U0 || & shorteut 5_:';1Queue @Status
2016 Training - Samples 1 to 9: Sample 1 Acquiring

Spectrum Chromatogram Map Edit= Samples~-

Instrument
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mBBEEE—SHE  MERB LI Chromatogram - FREUENTE -

View PRun Help

- 0S| S| > Ol

@ Shortcut

Queue fg Status

Instrument

Tools

=
c
=3
4
[=
@
o
o]
wn
=
=
c
=2
-
=
a
o
P
o
=

Intellistart

Ready

TargetLynx XS

Edit Method

Process Samples

View Results

TrendPlot

& (4]

System Status
@® Not Ready

‘!IJ Instrument in standby

Queue Is Empty

Spectrum Chromatograml Map Editv Samples~

File Mame | Sample D |

File Text |

M5 File

Inlet File

Bottle Inject Yolume | Sample

ASSAYOT

AS5AYD4

AS5AY0S

ASSAYOR

ASSAYO7

AS5AY0E

AS5AYDY

AS5AY10

ASSAYT

AS5AY12

AS5AY13

AS5AY14

AS54Y15

ASSAY1E

ASSAY1T

AS5AY1E

AS5AY19

ASSAY20

AS5AYE

P Tt

1D

plazma blank

.5pg/ml std
0.75pg/ml std
1pgdml std
Zpgdml std
Bpgdral std
10pgdml =td
15pgml std
0.3pa/ml GC
2padml QC
12pg/ml QC
Rat zample 01
Rat sample 02
Rat sample 03
Fat sample 04
Fat sample 05
Rat zample 0B
Rat zample 07
Rat sample 08
Rat sample 09

Flot comemlo A0

Mot Scanning

DEFALILT
DEFALLT

DEFALILT
DEFALILT
DEFALLT
DEFALLT
DEFALLT
DEFALLT
DEFALILT
DEFALILT
DEFALLT
DEFALLT
DEFALLT
DEFALLT
DEFALILT
DEFALILT
DEFALLT
DEFALLT
DEFALLT
DEFALLT

rEran T

DEFALILT
DEFALLT

DEFALLT
DEFALILT
DEF&ALILT
DEF&LLT
DEFALLT
DEFALILT
DEFALLT
DEFALILT
DEF&ALILT
DEF&LLT
DEFALLT
DEFALILT
DEFALLT
DEFALILT
DEF&ALILT
DEF&LLT
DEFALLT
DEFALILT

mErAaIn T

0:0

10.000 Blank

u. tandard
10.000 Standard
10.000 Standard
10.000 Standard | =
10.000 Standard
10.000 Standard
10.000 Standard
10.000QGC
10.000QC
10.0000C
10.000 Blank
10.000 Analyte
10.000 Analyte
10.000 Analyte
10.000 Analyte
10.000 Analyte
10.000 Analyte
10.000 Analyte
10.000 Analyte

Anann e

»
Only Batch Shutdown Enabled ’g :
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GEFEEE - B2 S 180 . 1 Function EEEIEMS - 7 Channels

JE E3

BEZSRENEM N ERBRVEITE - R5% Replace trace - #2 K OK -

Chromatogram - [}‘\S 02]
EFile Edit Display Process Toels Window Help

Zapeerauphu@isfo/aaaine sy

[- [=]x]

0.2pg/ml std
ASSAYD2 Mass Chromatogram ﬁ MRM of 3 Channels AP+
279 TiIC
100 File: ASSAY02 ok | 549e3
Drescription [chan): el |
|Chl.Ch2.cha
File... |
Function: [MRM of 3 Channels &P+ - Selectll |
Chatnels: | 1: 2741 » 1821
22881 > 58 " Add trace
329413 64 I_l
i ' Replace trace 288
7 New window i
a.E'__

04—

T T T T T T T T e e [ ime
0.50 1.00 1.50 2.00 2.50 3.00 3.50

Select mass/wavelength chromatogram
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Y |
Waters
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- BELE Edit Method - 38

Instrument

Tools

=
|
=
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j
@
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@]

TargetLynx XS

IntelliStart

TargetLynx XS

P

Edit Method

Process Samples
Q)
View Results

(g

TrendPlot

O o

System Status

6 Mot Ready

_!/ Instrument in standby

Queue Is Empty

Spectrum Chromatogram Map Edit~

Samples v

File Name |Inlet File| M5 File

|MS Tune FiIe|BottIe| Inject Yolume | Sample Type Conc & Qua =

383

384

385

386

287

el

el

390

|

392

393

394

395

396

397

338

0923_5C_05pph_2 0912 ... CUR+COG.,
0923_Mock+5d_0Fppb_3 0312 .. |CUR+COG.

0923 TEST

0920_mix_500ppb_MRAM_2 0312 .. |CUR+COG...
0920_no inject_4 0912 .. |CUR+COG..
0920_mix_B00ppb_MRAM 0312 . |CUR+COG...
0920_na inject_1 0912 .. |CUR+COG..

Mock+MelH_new 3 092 .. CUR+COG..
Sd_05pph_new_3 0912 ... CUR+COG...

399

ock+5d_05pphb_rnew 3 |DS12 ... [CUR+COG..

400

4

402

403

Mock+Sd_05ppb_new 2 0912 .. CUR+COG...
Sd_05pph_new_3 0912 ... CUR+COG...
Sd_05pph_new_2 0912 ... CUR+COG...
Sd_05pph_new 0912 ... CUR+COG...

Mot Scanning

.. 0909 curcu... 1:B,2
.. 0909 curcu... 1:B.4

0909 curcu...
0909 curcu...
0909 curcu...
0909 curcu...

0303 curcu...
0303 curcu...
0303 curcu...
0303 curcu...
0303 curcu...
0303 curcu...
0303 curcu...

2.000 Standard 05 1
2.000 Analyte

0.000

0.000

0.000

0.000

0.000

0.000

0.000

2.000 Standard

2.000

2.000 5tandard

2.000

0.000

2.000 Analyte

2.000 5tandard

2.000 Analyte

2.000 Analyte

2.000 Standard 15ppb
2.000 Standard 15ppb
2.000 Standard 15ppb
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Y |
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T ar BEXER

Compound List
1: Mew Compound .

L@ MR %S

User Defined Properties

Compound Mame

CAS Number
Compound Type

Acquisition Function Number
Quantification Trace

Use absolute mass window?
Chromatogram mass window (Da)

Locate Peak Using

Locate Peak Selection

Predicted Retention Time
Retention Time Window (mins) 10
Relative Retention Time Reference

Response Uses
Response Type

Tatals Group

YES

»

Value
Mew Compound

m

0.0200

Retention Time
Nearest
0.0000

0.2000

None

Area
Extemnal (absolute - no internal standards)

Multiply Traces? NO
Lindate Methnd Times Llsina Multinle Samnlas? %l MO i
] m | »

Ready
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#TE =57 ¥ Quantitation lon BUK A% 73 & Compound

| File Edit) [ Update || View Compound Help

Acquisition Function Number
Quantification Trace

Use absolute mass window?
Chromatogram mass window (Da)

Locate Peak Using

Locate Peak Selection

Predicted Retention Time
Retention Time Window (mins) 10
Relative Retention Time Reference

Response Uses
Response Type

Totals Group

Multiply Traces?
Lindate Mathod Times Lsina Multinle Samnles?

YES
0.0200

Retention Time
Nearest
0.0000

0.2000

None

Area

j @ u:l\-" Quantitation Ion Ctrl+Q |
MNoise Hange Ctrl+E 7
w First Target Ion Ctrl+1 :EII lpEIl % EEII % % ‘EI
Second TargetIon Ctrl+2 ed Properties Value w
Third Target Ton Cetey [ Name New Compound
Fourth Target Ion Ctrl+4 mber
v Compound Name Ctrl+M nd Type L

External (absolute - no internal standards)

<

I

| 3

0 CAP NUM
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EESHFHNENE L  REBEARE - SBTAMHRIE -

E Chromatogram - [ASSA
EF”E Edit Display Process Tools Window Help

Flaplebbannu@a B0 ca e sz

=y
=5

0.2pg/ml std
ASSAYD2 MRM of 3 Channels AP+
100- 279 294.1 > 64
4.88e3
N T~ 288
. sl BEARSE B
i 358
0+ T L L . B . . L B |
0.50 1.00 150 200 250 3.00 3.50
ASSAYD2 MRM of 3 Channels AP+
277 2881 > 58
100, 286 1
=] 291
43 070
L 077105123 1374 601761855 08 2 26 2 43 302319 344393 37454
' 05 = 100 150 200 250 300 350
ASSAYD2 MRM of 3 Channels AP+
100 263268 2741 > 1821
374
2
082100109 441 165 1992 224242 791 311 535 357 369 389
r*rB—rrmrmmrrrrrr——r—r——— lime
0.50 1.00 150 200 250 3.00 350
T

35



E

Waters

THE SCIENCE OF WHAT'S POSSIBLE.’

G. [EZ Targetlynx :ERE - A Update FEIEPH First Target lon - :&E

E— BT -

Untitled - TargetLynx XS Methor
lUpdaie View Compound Help

File Edit
D @ Quantitation lon Ctrl+Q j ‘
Moise Range Ctrl+E =
} Compoun = 2 l__| "
v | First TargetIon Ctrl+1 = %I % LLE' % % =
M : -
Second Target Ion Ctrl+2 d Properties Value d Tl
Inocompound|
Third Target Ion Ctrle3  [nd Name -
Fourth Target Ion Ctrl+4
mber

Compound Name Ctrl+M  lind Type E
Acquisition Function Mumber 1
Quantification Trace 2941 =64
Use absolute mass window? YES
Chromatogram mass window (Da) 0.0200
Locate Peak Using Retention Time
Locate Peak Selection Mearest
Predicted Retention Time 2.8250
Retention Time Window (mins) 10 0.2450
Relative Retention Time Reference Mone
Response Uses Area
Response Type External (absolute - no internal standards)
Totals Group
Multiply Traces? NO
Lindate Methnd Times Llsina Multinle Samnles? [ NO 7

4 [ 1 |

CAP NUM
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H #S—EUerHENE L  REBEARE - SBFRYMRE - EE8D

B C~H - FEESIYRDBRIIESHIFIES -

FQ Chromatogram - [ASSA‘I"O
File Ed_i_t_ I;)i__spla_g_,r _Pro_c_e_ss__ Tools  Window Help — ._ﬁ'_.x
= R = s Pl = l&ﬂf’.\hﬁ@A % QrOrQF|me @ B 52
0.2pg/ml std
ASSAYD2 MRM of 3 Channels AP+
279 2941 =64
4 86e3
2.88
3.58
LML L L L B L L L L L L L L BB BRI B
1.00 1.50 2.00 2.50 3.00 3.50
MRM of 3 Channels AP+
277 288.1 =58
— 613

BEAESE
0.70

077105123 1374 50176 1-855 08 2 26 2.43

344393 374 347

100 150 | 200 250 | 300 350
MRM of 3 Channels AP+
263268 2741 >182.1
374
056
082100109 441 165 1992 224242 S 341 535 357 369 389

L e B e A e e e e e e el 141

EELR C~H  BEESIIR,TZUEESNES -

740 Targetlynx 2 ERAR - S ZMix

+ TargetLynx 5% EzRER °
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B BEEERE - R
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= TargetLynx XS

5

z L

E 3&_ =

w Edit Method

©
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2

b3

=

=

-

=

@

o

[s]

- .

i: View Results

[ =

-

=

@

2

L)

= TrendPlot
@

L System Status

o

E’ G Mot Ready

s

!/ Instrument in standby

Spectrum Chromatogram Map Edit~

Queue Is Empty

Samples

File M ame

-_H,l

D1

Sample D

D10

File Text M5 File Irlet File Eottle Inject Yolume | Sample | »

Mot Scanning

B. 4% Update Method Times - Update lon Ratios ~ Integrate Samples -

Calibrate Standards ~ Quantify Samples - Method

Targetlynx 753% « #F OK - LEER AR R R E|

EEZERR
®

o

Create Targetlynx XS Dataset

o

Operations

<l

Update Method Times

<l

Update lon R atioz

<

Intearate 5amples

Calibrate Standards

<l

<l

Quantify Samplas
Blank Subtract

Print Guantify Reports
Export Results ta LIMS

O O O

C:\MassLynesQuartify. PRO

Guantify

From Sample |4

I Methad: [GmethNew

ToSample |35

Curve:

Printing Repart Faormat

File: o
JIoia |

LIMS Expart

File:

_
o ]

Cancel |
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A, iz U0 s . TSR - 2L THEE

File Edit View Display Processing Window
I ++
2= Bl =1=0 =] Gl B
Ed| #| Name Type
an

a 1 1[ASSAYD1 Blank
2 Z|ASSATNZ Standar
3 3| ASSAYD3 Standars
4 4[ ASZAYD4 Standary
5 S| ASSAYDS Standars
] G| ASSAYTNE Standar
T T|ASSAYDT Standars
8 B[ ASSAYDE Standars
9 9| ASSAYT09 Standars
10 | 10 ASSAY1D Qac
11 11[ ASSAY 11 Qac
12 [12| ASSAY1Z ac
13 | 13| ASS5A13 Blank
14 | 14/ ASSAY14 Analyte
15 [15]|AS5AY1S Analyte
]

4% [ a2b |
sSER i+ ] 9 I\
B. ®hE o e lnifl - ol IR,

ASSAY02 (Standard)
ASSAY03 (Standard)
ASSAY04 (Standard)
ASSAY0S (Standard)
ASSAY06 (Standard)
ASSAYO7 (Standard)
ASSAY0S (Standard)
ASSAY09 (Standard)
ASSAY10 (QC)
ASSAYIL (QC)
ASSAYI2 (QC)
ASSAY13 (Blank)
ASSAY14 (Analyte)
ASSAYS (Analyte)
ASSAY16 (Analyte)
ASSAY1T (Analyte)
ASSAY1S (Analyte)
ASSAY1O (Analyte)

- S LI MIEEEE

i

HEZ =D 0 e

Waters
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Area ngdml SIN -
o902 1.22368 293
852 1.15681 379
745 1.01116 310
754 1.02280 33
718 0.97191 178
B09 1.08819 375
Ba7 1.20359 453
821 1.11452 257
a02 1.08881 373
812 1.10168 188
1057 1.43433 160
B00 1.08611 259
971 1.31826 252
855 1.16048 82
571 0.77473 272 -
3
EERD -

File Edit View Display Processing Window Help
ZH/BBEEEH G - V- EE @O O |
Parent
=
j #| Name Type Metahalite Area ng/ml SN -
i 1 ASSAY 0 Blank g02 1.22368 293
2 Z|ASSAYDZ Standard 1.000 275 852 1.15681 379
3 3| ASSAYD3 Standard 1.000 279 T45 1.01116 310
4 4| ASSAY D4 Standard 1.000 279 754 1.02280 313
5 5| ASSAY DS Standard 1.000 279 716 0.57191 178
6 G| ASSAYDE Standard 1.000 279 809 1.08819 375
T 7 ASSAYOT Standard 1.000 278 aa87 1.20359 493
8 3 ASSAYDE Standard 1.000 281 2821 1.11452 257
=l gl ASSAYDS Standard 1.000 278 a0z 1.08881 373
10 | 10] ASSAYM0 ac 1.000 275 812 1.10188 188
11 11 ASSAY 11 ac 1.000 279 1057 1.43433 160
12 | 12| ASSAY12 ac 1.000 281 goa 1.08611 259
13 |13 ASSAY13 Blank 1.000 2.82 571 1.31826 252
14 | 14) ASSAY14 Analyte 1.000 2.82 855 1.16048 82
15 | 15| ASSAY1S Analyte 1.000 282 571 077475 272 -
L] I
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argetlynx X5 - untitled *
File Edit

View Display Processing Window Help

SH [/ B EEE - )

Edinen . mmpmsns

A

R ERmE -

#1ZF Exclude - OJBEBRIZEERES -

B |
Waters
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ERER ERREmR -

? #|Name Type Std. Conc RT Area| Conc. SIN 1° Ratio (Actual) 1° Ratio (Pred) 2° Ratio (Actual) 2° Ratio (Pred) %eDev| =~
g 8|0923_sC_S00ppb_1 Standard 500.000| 2.94] 197241 485.98448| 12122] 0.435 0.447] 1.028] 1.004] 28
9 s|c1_oHr Analyte 0.447] 1.004] Il
10| 10{C1_1HR Analyte 253 809 1.85847) 220 0.447 0.447 1.002 1.004 I
11 11]C1_2HR_2 Analyte 2.93] 1801 4.20078) 458 0.449 0.447 0.842 1.004
12 | 12[C1_&HR Analyte 2.83] 4603 11.20572] 2349 0.463 0.447 1.061 1.004
13 | 13[C1_8HR Analyte 2.93] 3385 8.20362 7 0.470 0.447 1.051 1.004 il
e rymrerm rre e :
Calibration: 29 Sep 2016 16:29:21 Chromatogram [ ][= | =] Spectrum (= (=0
Compound name: COG 0923_SC_500ppb_1 Smooth(hin,2x2) FZMRM of 3 channels ES+ | [No FICS Fit Values Calculated
Correlation coefficient r=0.998732, r2 = 0.997465 5455 > 369.4 No Reference Defined
Calibration curve; 405,743 % x + 56.0645 coG 4.368e+006
Response type: External Std, Area a0 204 fi 100
Curve type: Linear, Origin: Exclude, Weighting: 1/ Axis trans: Mone 197241
%
E Shbw Chromatograms Ll %
tHtocE Exlude h(in,2:2) FZMRM of 3 channels ES+
E 545.5> 285
150000 coG 1.894e+006
E 907 2.94 0 T T T T y miz
125000 ] 85869
@ No PICS Found
Z
S
& 1000004 -10 — . mini || 1997
= E
75000 0923_8C_500ppb_1 Smooth(Mn,2x2) F2:MRM of 3 channels ES+
5455>=177
50000 - coG _ 4.443e+006 o |
1 90 294
202425
25000 %)
0 AR R T ) Cone | | 10 S min g LR VAL LR ALY Eaany T ) m
-0 100 200 200 400 500 220 240 0 -0.00 0.20 0.40 060 080 100
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Waters
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BLUBE A

I

EIRgid=t

TargetLynx X5 - untitled *
File Ed|

AN

Display Processing Window Help

4 "E@{g]d@ 8~ | G o - |

%EE%@EE'%%Eﬁﬁﬁﬁﬁ@°ET{W§

[zt - B EES

THIAER

RENTIETS 70 an

EE . &

B B

ER /T SR RLEE B AT

==

Ready

x| #|Name Type Std. Cang| RT Areal Conc. SIN|  1° Ratio (Actual) 1° Ratio (Pred) 2° Ratio (Actual) 2° Ratio (Pred) %Dev| -
g 8|0923_sc_snoppb_1 Standard 500.000| 2.94] 197241 485.98448| 12122] 0435 0.447 1.026] 1.004] 238
9 s|c1_oHR Analyte 0.447| 1.004] ¥l
10 | 10{C1_1HR Analyte 253 809 1.85847) 220 0.447 0.447] 1.002 1.004 I
" 11| C1_2HR_2 Analyte 2.93] 1801 4.3007§) 48] 0.449 0.447] 0.942 1.004
12 | 12[C1_&HR Analyte 2.83] 4603 11.20572] 2348 0.463 0.447] 1.061 1.004
13 | 13[C1_8HR Analyte 2.83] 3385 8.20262 7H 0.470 0.447] 1.051 1.004 il
ol oo Tacse s o :
Calibration: 29 Sep 2016 16:20:21 o= == Chromatogram E=n E=R< Spectrum [==][=®]
Compound name: COG 0923 _SC_500pph_1 Smooth(Mn,2x2) F2MRM of 3 channels E5+] [ |No PICS Fit Values Calculated
Correlation coefficient r=0.998732, r2 = 0.997465 545.5 > 369.4; | No Reference Defined
Calibration curve; 405,743 * x + 56.0645 coc 4 368e+006]
Response type: External Std, Area a7 204 i ] 100
Curve type: Linear, Origin: Exclude, Weighting: 1/ Axis trans: Mone 213;544*
%
3 10 . e e | |
175000 092
150000
= = = /\
3 « BEARRERETIR - BEG) m
/B El, L= ; AR E=ETE 7] ! e e
1250004 o
o
£ E
& 1000004 104 i i SR — min TR
= E
750004 0923_8C_500ppb_1 Smooth(Mn,2x2) F2:MRM of 3 channels ES+
3 5455= 177
50000 - coG _ 4.443e+006 o
3 0 294
202425
25000 %]
] [ :
-0 T T T T T 1 Conc -10 LA N A K LA AL LA LARRL LS AL RSN LA LA min 0% T T T T T T T T 1 M
-0 100 200 200 400 500 220 2.40 260 280 3.00 320 3.40 -0.00 0.20 0.40 0.60 0.80 1.00
& COG CAP NUM

Sign Modification

@ This operation may be zigned and/or have a reazon for change.

User: |ana|yst$1
Paszword: |||-|||-||
D omair: |MM2?3T j

Feazon for change:

peak modification

Changes made in accordance with SOP 2345
T
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Waters
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2hige @ j%th - OEEBERESBRRLHE -

||§| QuanLynx - Buprenquan01.qld
Elle  Edit

Wiew Display Processing

Security  Wwindow  Help

%50 - BRI PIC

Scan R&

x| # | Mame Type Std. Conc RT Ares IS Area Response | Detection Flags poiml “%Dev |Mod . Comment | Mod User Moo Date | Mad Time b
Slag [48[bus cais 046 |Stoncerd | 280030  1at 440382| 2159718 0.204 ettt 208.2 6.5 |Peak taiing | MM2777_PREECES 0g-Dec-04[16:21:14
47 |47 |bus_cal5_047 |Standard | 539470 182 G45461| 1867 580 0345 ettt 5134 -4.7 [Peak tailing | MM2777_PREECES 05-Dec-04[16:21:45
45 |48|bus_cal5 045 |Standard | B89630[ 181 a41.521| 1686746 0558 it 8375 -5.0(Peak tailing | MM2777_PREECES 05-Dec-04[16:2206
48 [49|bus_cal5_049 |Standard | 1347820 181 2223474 2619078 0549 [ 12600 50
50 |50|bus_cal5_ 050 |Standard | 1860130 181 2729669 2383620 1145 [ 17304 6.4
51 |51 |bus_cal5 051 |Standard | 2480470 181 3415520 2021 820 163 b 25614 3.3
52 |52|bus_cal5 052 |Standard | 3208050 181 434233 2078642 2228 b 33612 5.4 3
53 [53|bus_cal5_053 |Standard | 3859.840 180 SB3TETE[ 2230241 2594 bl 39357 -1.4 k
Event Details Peak Area = Date Time User
27  |Peak modified Sample:bus_cal5_037, Compound:buprenorphine_IS, RT:1.807 2145480 Peak tailing 08-Dec-04 16:25:37 | MM2777 _PREECES
28 [Pre modification peak | Sample:bus_calS_038, Compound:buprenarphine_IS, RT:1 816 881.041 08-Dec-04 | 16:26:00
29 | Peak modified Sample:bus_cal5_038, Compound buprenorphine IS, RT:1 816 | 1738326 Peak tailing 05-Dec-04 | 16:26:00 | MM2777_PREECES
30 |Pre modification peak | Sample:bus_cal5_038, Compound:buprenorphine, RT:1.823 2645505 08-Dec-04 16:26:00
3 [Peak modified Sample:bus_cal5_038, Compound buprenorphine, RT:1 823 4594 830 Peak tailing 05-Dec-04 | 16:26:00 | MM2777_PREECES
32 |Pre modification peak | Sample:bus_calS_043, Compound:buprenorphine_IS, RT:1 806 1595621 08-Dec-04 16:3746
33  [Peak modified Samplebus_cal5_043, Compound-buprenorphine_IS, RT:1 806 | 2088415 Peak tailing 08-Dec-04 | 16:37.45 | MM2777_PREECES
34 |Dataset Saved Saved to 'CMassLynx\Buprenorphine PROBuprenguan0l gld’ 08-Dec-04 | 16:38:368 | MM2777_PREECES
T S T I —
MRM of 2 channels ES+|| [Compound name: buprenarphine
Buprenarphing = Carrelation coefficient: r= 0983170, i2 = 0.998341
181 4R8.3 = 652
12915 1 2602 +005 || [Salibration curve: 0.000B57005 *x + 0.007 96585
100+ : Respanse type: Internal Std (Ref 1), Atea * (15 Cone. [ 15 Area)
' Curee type: Linear, Origin: Exclude, Weighting: 14, Ais trans: Mone
o T T ‘ T T T T T min
buprenorphine_IS MRM of 2 channels ES+ 2,00
4723 =591 o
2619.1 1.5468+005 2
1003 240
e o
a T T T T T P T T T T T T T T T fmin 0.00-% T T T T T T T T T T T T T T parml
1.40 1.60 1.80 200 220 240 2 1} A00 1000 1800 2000 2600 3000 3800
Ready r?\buprenurphins UM
g

BRI MR R R EREE (N E)ER

==

&L B (Reference Defined)2&H1EL -

Targetlynx XS - PICS okra atrazine o |-E
File Edit View Display Processing Window Help
R ) » \ 8 rm P
NN = [ P-HIRAD CDpe e =0s|?
[i] Spectrum e Eo =)
JForward Fit 726
Reverse Fit 873
Reference
100 104
%
146
132 174
1’|° 136 138 173
0 T T T T T ! T T T 4 miz
PICS 2.213e+004
103.98
100+
%
131.90
137.86 146.11 172,03
17.14 ‘ 13651 | 3 173[99
0-Gry T T T ! T T T ! miz
105.0 1100 1150 120.0 1250 130.0 1350 1400 1450 150.0 155.0 160.0 165.0 170.0
Ready ¥ Atrazine NUM
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D. 2% ([ @wsn . pImezRE  REFERRNS—ERIVERRELER -
HABAMERRRGENMAY - BERSIRNAAE - BEERLALSHE T -
oEEBEmERSBLNIER -

=i 4 BEER Reporting concentration - BIE#R7% Below RL -

A BEFPENAHESR  AREHEEBE maximum concentration -

ZHZBOERER -4 V- X EdmalNl@ e =m & ?

E

% i 13 256 257 254 256 255 26.0 264

& T"9|“R lon Ratio Flagged B BE 502 299 298 S04 06 02
5 b 743 758 756 755 751 76.0 749

-] Ratio Limits = 347 = 0.03 - . - - . 8 .
Maxi ek o acesdin Kl 936 100.0 993 989 1006 %57 %57
Maxi Concentration: 50.000 ng/ml PW RL Below RL Below RL Below RL Below RL Below RL Below RL Below RL
Concentration: 74 978 ng/ml | 98.8 100.2 99.1 1005 99.0 999 93.0
Reporting concentration exceeded i 999 100.1 99.7 975 99.5 9.0 100.8

glReporting Concentration: 3.000 ng/ml  bwRL [BelowRL |BelowRL |Beow RL  |Below RL  |Below RL  |Below RL | Below RL

Concentration: 74.978 ng/ml bwRL  |BelowRL  |BelowRL  |BeowRL  |Below RL |Below RL _|Below RL
bw AL Below RL _|Beow RL _ |Below R |Below R |Below RL | Below RL
489 281 498 294

Custom Reporting: Select reports to generate ¥ Methamidophos NUM
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1.

A.

AR S 18

£ Targetlynx f% - |

Fhi#E File>Report Format

44

[%] Targetlynx XS - untitled *
File || Edit View Display Processing Window Help
bl
> 1 4 =1
Open. o [ o [ ) -|H O e e=ma ?
Close
Save Ctrl+5
Save As.. Std. Conc| RT Area Conc. SN 1° Ratio (Actual) 1° Ratio (Pred) 2° Ratio (Actual) 2° Ratio (Pred) %Dev| -~
Refresh d 500.000 2.94] 197241 485.98445 12122 0.435 0.447 1.026 1.004 2.8
0.447) 1.004 a
Accept Dataset. 2.93] 309 1.85647| 220 0.447 0.447) 1.002 1.004 T
Review Dataset... 2.93] 1801 4.30078] 486 0.449 0.447) 0.942 1.004
293 4603 11.20572| 2349 0.483 0447 1.061 1.004
LrEEEEy 293 3385 820362 731 0.470 0.247) 1051 1.004] i
Apply Layout... T e +
Save Layout As...
L0...[0923_sC_1..[0923_SC 5. [0923_SC 1..]0923_SC_5..[0823 SC 1..[0923.5C 5..] CI_OHR CI_1HR_ [ C1_2HR 2 [ Ci_4HR C1_8HR C2_0HR C2_1HR_ [ c2.2t
Import Quan Data... 1.47501 570773 1003280 54 01419 10391715 490 74536 023914 191951 3.13965 2311 332315 045440 094489 1.1768!
118923 5.55590 10 26798 5503851 107 98707 485 98446 1856847 430078 1120572 8203682 1.07371 46343
POSI£IVE Import...
Export 3
Print... Ctrl+P
Print Preview o
Print Setup...
Print Current Chromatogram Ctri+A [ = [ ® [ = |[~]chromatagram = = Spectrum S =]=]
Custom Reporting... colW L 0923_SC_500ppb_1 Smoaoth(Mn,2x2) F2:MRM of 3 channels,ES i | [Ne PICS Fit values Calculated
545.5 = 369 Mo Reference Defined
Report Format... . COG _ 4.388e+00 100
90 294
Properties... Azis trans: None ] 197241
%
1400X R | |
2 } t
2 20160831_AA_NKMU.mdb U ey LN A A T min; %
357D curve 0023_SC_500ppb_1 Smooth(Mn 2x2) F2:MRM of 3 channels ES+
4SFP R 5455 = 285
- cos 1.894e+006
Exit 90 294 0+ T T T T T T  miz
1250007 o iaiy
z E No PICS Found
2
= 1
£ ’ 100
% Uttt -10 T T AR LARLY min ]
= E
X coG CAP NUM
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B. EENRERISHAN - W enable - EXRB LIZ MEEARE - #4E Change

Column Order - TJiENIFRASE BN -

Report Format Options

]

Compounds Report | Samples Report Method Report

Totals Report | Audit Report

General | Compound Summary Report

Crientation

@ Portrait

Statistics Report I Sample Template Report Overview Report | PICS Report I Matrix Factor Report

Sample Summary Report | Calibration Report | Expermert Report

Oiptions

[+ Calibration Information
[~ Compound Per Page

Graph 5Size
[T Ftt Graph To Page Width
Width: 5.0 inchizs)

Hide Column

Show/Hide Columns...

Edit Colurnn Properties...

() Land
- LEnaseaps [Mlow Split Compounds
[v]Include Calibration Plot
[+]Print Table Row Headings
Column Format
#| Mame: Type RT Area Conc.

Change Column Order...

Sort Ascending
Sort Descending

OK

|| Cancel || Heb
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2. BiHIRE

A. 7E Targetlynx &

- Wb

File>Export - #3£ Current Summary dJ[EHE

MEENERMERONESELER - EE Complete Summary TJE HFTE&m

E

E

R - EHRRBEN AR EEE PRREMEE -

EA R RUTE

TargetLynx XS - untitled *

46

File| Edit View Display Processing Window Help
s L
Open... Ctrl+0 ‘ o off ~ | a v| = ‘
Close
Save Ctrl+S
Save As... Std. Conc RT Area Conc. SN 1° Ratio (Actual) 1° Ratio (Pred) 2® Ratio (Actual) 2° Ratio (Pred) %Dev| -
Refresh d 500.000) 2.94) 197241 485.98445 12122 0.435 0.447 1.026) 1.004] 28
0.447 1.004) 5l
Accept Dataset... 293 808 1.85647| 220 0.447 0.447 1.002] 1.004) |
Review Dataset... 2.83) 1801 430078 466 0.448 0.447 0.842) 1.004)
2.83) 4603 11.20572] 2349 0.463 0.447 1.061 1.004)
e L 293] 3385 320382 73 a7 a47 1151 1004 |
Apply Layout.. n o 3
Save Layout As...
L0..[0823_5C_1...[0823_SC_5..[0923_5C_1...|0823_SC_5..[0923_SC_1...|0823_5C_5..| CI_OHR C1_1HR_| C1_2HR2 | Ci_4HR C1_BHR C2_0HR CZ1HR | c2.2t
Import Quan Data... 1.47501 5.70773 10.03280 5401419 |103.91715 | 490.74536  |0.23914 1.91951 3.13965 2.32121 332315 0.45440 0.94489 1.1768!
. 118923 5590 1026798 |55.03651 | 107.96707 |485.98446 1.85647 430076 1120572 820362 1.07371 46343
+IWE Imonod
Export Method...
S p—— Calibration...
Print Preview LIMS... <
Print Setup.. XML,
Print Current Chrematogram Crl+A Current Surmmary... matogram @ Spectrum
Custom Reporting... Crl«W Complete Summary... C_500ppb_1 Smooth(Mn,2x2) FZ:MRM of 3 channels ES+ | [N PICS Fit Values Calculated
All Groups Summary... 545’5 = 3694 Mo Reference Defined
Report Format... = COG _ 4.368e+005 100
90 294
Propeties... Axis trans: None ] 197241
%
1 400X R | \
R t t
2 20160831_AA_NKMU.mdb el T T min %
35TD curve 0923_5C_500ppb_1 Smooth(Mn, 2x2) F2Z:MRM of 3 channels,ES+
45FP_R 5455 =285
COG _ 1.894e+006
Exit 90 294 0 T T T T T 1 miz
125000 % il
3 Mo PICS Found
2
= 1 1
E 100
SERICCE -10 T T min
2 3
X C0G CAP NUM
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47

Ctrl+5
Save As. Std. Conc RT Area Conc. SN 1° Ratio (Actual) 1° Ratio (Pred) 2® Ratio (Actual) 2° Ratio (Pred) %Dev| -
Refresh d 500.000) 2.94) 197241 485.98445 12122 0.435 0.447 1.026) 1.004] 28
0.447 1.004) 5l
Accept Dataset... 283 809 1.85847 220 0447 0447 1.002] 1.004] B
Review Dataset. 2.83) 1801 430078 466 0.448 0.447 0.842) 1.004)
2.83) 4603 11.20572] 2349 0.463 0.447 1.061 1.004)
e L 293] 3385 320382 73 a7 a47 1151 1004 |
Apply Layout... n o 3
Save Layout As...
L0..[0823_5C_1...[0823_SC_5..[0923_5C_1...|0823_SC_5..[0923_SC_1...|0823_5C_5..| CI_OHR C1_1HR_| C1_2HR2 | Ci_4HR C1_BHR C2_0HR CZ1HR | c2.2t
Import Quan Data... 1.47501 5.70773 10.03280  |54.01419  |103.91715 | 490.74536  |0.23914 1.91951 3.13965 2.32121 332315 0.45440 0.94489 1.1768!
118923 5.55500 1028768 15503651 | 107.96707 |485.98446 1.85647 430076 1120572 820362 1.07371 46343
POSI:IVE Import...
Export
Print... Crl+P
Brint Preview 3
Print Setup..
Print Current Chromatogram Ctrl+A hrematogram == (=3 Spectrum [=][@ ] =]
Custom Reporting... Crl«W 923_SC_500ppb_1 Smooth(Mn, 2x2) FZMRM of 3 channels,ES+ | | [No PICS Fit Values Calculated
5 5455 = 3694 Mo Reference Defined
4.368e+006
Report Format... o0 g%g _ = 100
Propeties... Axis trans: None ] 197241
%
1 400X R | |
2 20160831_AA_NKMU.mdb Sk T T min %
35TD curve 0923_5C_500ppb_1 Smooth(Mn, 2x2) F2Z:MRM of 3 channels,ES+
45FP_R 5455 =285
COG _ 1.894e+006
Exit 90 2.04 0 T T T T T | miz
125000 % i
3 E Mo PICS Found
2
= 1 1
E 100
SERICCE -10 T T min
2 3
X C0G CAP NUM
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VI.Mf§— - &R IARRTE

1. Inlet File— E#H:RTE

@t ptg_watersd.qsm, ptg_watersd.fin, ptg_watersdwelsd, ptg_watersdwpda - Inlet Method [ -
File View Tools LC Acquity Sampler  Dicde Array  Help

DEH S Gy & 20| &

Status
"': Status | ACAUITY Additional Status | Solvent Levels |
Status
— Indicators — Pumps
) Running @ oo oz
é Time [minz); 0.00
Inlet ) Pump On l
oo %
@ ) Injest Cyole % Flow (mlfmir: 000
0o &
® Feady @
Autosampler
& ok @ Prezsure [pzi); -0 @] 1000 %
@ — Detector
) Scan: tode:  1dl
Acauity ELSD e i

For Help, press F1

48



A. ACQUITY UPLC H-Class -

AN N NN

S

ax A&

B |
Waters

THE SCIENCE OF WHAT'S POSSIBLE.’

V581 %48 Quaternary Solvent Manager

Solvents

A |0.1% FA water

=1

Pressure Limits

Maodify ACQUITY Quaternary Selvent Manager Instrument Method

o+Blend |Run Time:

ACOI:JPI:[y Quaternary Solvent Manager Mpm'"

General ll‘v‘lisc ] Data l

Low: |0 psi

25 min

2]

B [01%FAACN = High: [15000  psi
C [0.1%FAin Metharol |
D | ﬂ [Ma Chang:JRd Seal Wash Period: |5.00 min
Gradient:
Time 75 %A %8 %C %D | Curve
(mLimin}
1 |Initia 0.500 1000 0.0 0.0 0.0 it
2 10.00 0.500 0.0 100.0 0.0 0.0 B
3 15.00 0.500 0.0 100.0 0.0 0.0 5]
4 20.00 0.500 100.0 0.0 0.0 0.0 i} v|
Comment: | J

o |

Cancel

X

Solvent : CIEEBHMHATITEL -

Flow (mL/min) :

WMABHHERE -

Pressure Limits : &= 15000psi °

Gradient

B Time(min) : WA EZCOSREE -
B Flow (mL/min) : B AREIERIE -

B %A/%B : BENELLHA) -
Run Time : EARSENRHEERRERE

49



B. ACQUITY UPLC I-Class -

Binary Solvent Manager

General l Data ] Analog Out ] Events ]

I N N

A AE /&

@ Madify Binary Selvent Manager Instrument Method

Waters

THE SCIENCE OF WHAT'S POSSIBLE.’

i 4% Binary Solvent Manager

x|
Fun Time: |60.00 it

Solvents Pressure Limits Seal Wash: ?
| |Water | Low: |0 psi 50  min
|B1 | |Acetonitie | High: [15000 psi
ﬂ
Gradient [ 2D Repeat
Time Flow “| pp
i) (il iy} Dot B Curve :‘ J
1 tia 0.400 99.0 1.0 nitia Gradient Start:
2 |5.00 0.400 " 99.0 1.0 6 & At injection
3 40.00 0.400 50.0 50.0 G  Before inieci
4 (4010 0400 100 90.0 B el
2 55.00 0.400 10.0 0.0 i J (" Mter injection
= FEE 4N N Ann non 4N =4 IE—UL
Comment: | J
aFk. | Cancel |
v Solvent :

B Al/A2 BEIMHERE— - Bl/B2 BEHERE— -
B oo RIEERRATITELE -

v Pressure Limits : &x& 18000psi °

v Gradient

B Time(min) : WA EZCOSREE -

B Flow (mL/min) : 8 AR EMERE -
B %A/%B : BENAELLHA -

v RunTime: BEARIENBERFERE

50
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Waters
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2. Inlet File— BENTEI23:8E

@ ptg_watersd.qsm, ptg_watersd fin, ptg_watersd welsd, ptg_waters4.wpda - Inlet Method —= ]
File View Tools LC Acquity Sampler  Dicde Array  Help

DEH S Gy & 20| &

Status
"': Status | ACAUITY Additional Status | Solvent Levels |
Status
— Indicators — Pumps
) Running @ oo oz
é Time [minz); 0.00
Inlet £ Pump On :
oo oz
@ ) Injest Cyole % Flow (mlfmir: 000
0o %
® Feady @
Autosampler
& ok @ Prezsure [pzi); -0 @] 1000 %
@ — Detector
. Scan: Mode:  1dl
Acauity ELSD e i

For Help, press F1
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A. Sample Manager FTN

DN N N NN

Sample Manager FTN Run Time: [1.00 min
General IData I Dilutinnl E\rE.-rrtsl
— Saolvents — Temperature Control ———————— _I?
Wash Solvent Mame: Column: Alam Band:
0.1%FA in MeQH - L'|,2|| |4D.ﬂ ¢ M0 T
Purge Saolvent Mame: Sample:
| Water | |0ﬁ -]t 0 T
Pre-Inject Wash:
Iﬁu sec ™ Loop Offline:
Post-Inject Wash: If—‘u.rtu:umatiu: *I min
I'E'D seC [T Load Ahead

Active Preheater:
IUse Console Configuration ﬂ

Comment:

I J Advanced... |
] I Cancel |

Wash Solvent Name : 3#1£ Wash Solvent AHI1&E4E -
Purge Solvent Name : %12 Purge Solvent AEIE%3 -
Pre-Inject Wash : #txRI % #H ISR -

Post-Inject Wash : (T 51185521 IR -

Temperature Control

B Column : 53 30cm B MFAERHNETEGIRE -
B Sample : MAKGRIER -

52



B |
Waters
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B. Sample Manager FL

Modify Sample Manager Instrument Method ﬂ

Sample Manager Run Time: [1.00 min

General | Data | Events |

2]

Wash Solverts Temperature Control

Weak Wash Mame: Column: Alam Band:

I | || | o e e

Strong Wash Name: Sample:

Weak Wazsh Volume:

||;[;.[;. ul Loop Offline:

Strong Wash Yolume: Disable :‘v min

oo [~ Load Ahead

Max Sample Vaolume: 0.00 pL

Comment:

J Advanced...

ak. | Cancel |

v" Wash Solvent
B Weak Wash Name : ZEZFG R AHELE -
M Strong Wash Name : EZ@% R AHELE -
B Weak Wash Volume : 8 AS556% 5558815 -
B Strong Wash Volume : E#ZF &5 /%5552 -
v' Temperature Control
B Column : M3 30cm EMFMFAESHWERIZGIRE -
m Sample : BAK@RITER -
v" Advanced
B Injection Mode : T3EZF54E3( - Full Loop ~ PLNO - Partial Loop -

53



3. Inlet File- B8 %E

File View Tools LC Acquity Sampler

Y |
Waters

THE SCIENCE OF WHAT'S POSSIBLE.’

D& & b fals

EREE]

Status

— Indicators

) Funning
) Pump On
) Inject Cycle

& Feady
Autosampler

& 0K

Status | ACUITY Additional Status | Solvent Levels |

Bt G B B

— Detector
Scar:

Acquity CM

Mode: |de

For Help, press F1
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Waters

THE SCIENCE OF WHAT'S POSSIBLE.’

A. Column Manager

5 ity Cotmmttanger stmen Metod x|

 Columin Selection . -
Fun Time: |1.00 ik
Column Manager  Advanoed |
General |DE|tE| I
(2]
— Temperature
Column: ¥ Alam Band:
IOH— j' T * IE"D T [~ Shutdown all columns
—Column Selection
Valve Position: Equilibration Time
- 1 mn

Edemal Valve 1 Bxtemal Valve 2: Extemal Valve 3:
INn Change vI INu Change vI INo Change vI
Comment:

| |

k. Cancel

v' Temperature
m Column: @ASMHIEE -
v" Column Selection :
m Valve Position : #3Z Column & -
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4. MS File -EERACEREL

Waters

THE SCIENCE OF WHAT'S POSSIBLE.’

p=1112

) o N |
X AE

A. MSScan & MsScan

Mazz [miz] tethod

Start 5] lonization Mode  [ES+ w

Time [Minzg] Scan Duration [secs)
Start Scan Time 0.5
End

Caone Valtage Probe Temperature

[ Use Tune Page |Jze Tune Page Settings

Core Yoltage V] 20 20

[] Use Cone Yoltage Flamp |22 Probe Temp Ramp

v Ramp. . Frobe Temp Ramp...

[ 0K l [ Cancel

Mass (m/z) Start/End : IEEFEHAN m/z EE -

Time (Mins) Start/Stop : EiTEACiFHEEZEE -

lonization Mode : EZiFBA - (ES - EEREGRE ; APl - KRBEMCE)FRE ; APPI -
REBHACEEEEE ; ASAP - BERER{LIEEREREE - )

Data : BB BE=MRIENLEES T - Centroid - HIEE ; Continuum - EE K IE

°

Scan Duration(secs) : EiEEIEE 2 m/z EEINIRHER - REEWA - BEEEE
55 - BB - IRAERERT -

Cone Voltage : {5 E#EXH#E R - i2E Use Tune Page k88 Tune Page HUEXHEE B -
MEBEEA  BFEERERHENESEAN  BAS5IREERNBR R -

56



NSRRI NN

e
Waters

THE SCIENCE OF WHAT'S POSSIBLE.”

hethod Channels
lonization Mode

Compound Name Mass (miz) Auto Dwel Dweell (=) Cone (V)
Span (& 0.025

|Jze Tune Cone Woltage [l
Retention Window [Minz)

Start 0

End 16

Frobe Temperature

Usze Tune Page Settingz

20

4 m
Usze Probe Temp Ramp

Probe Temp Famp. [ 4dd | | Delete | [Cleardd| [ Undo | [ Redo |  [FilDown]

[ 0K J I Cancel I

lonization Mode : ZZjFEA - (ES - BEREFBA ; APl - KR E{CEFEE ; APPI -

RRBIEEENEEDE ; ASAP - BIRSRBEEIFEE - )

Span : BFF m/z WEERE

Retention Window (Mins) Start/Stop : BT E IS EIEE -

Compound Name : {5 &7F -

Mass (m/z) : ¥§ m/z -

Dwell (s) : U DA m/z F#AERFISE - BREEBA - ELZEREHR - B E R 2
o PRAFRRERNT -

Cone Voltage : 15 E#x#ER - 3Z Use Tune kB8R Tune Page FVEXEER - S E
BEHX  BEFEERHERNEESEX  BARSRIREEHE R -

¢

|
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C. Daughter Scan B Daughters

tazz [miz)

Daughters of
Start 300.00
End 2000.00

Time [Minz)

Start

End

Collizion Energy
[ Use Tune Page

Collizion Energy [v] 30

[] Uze Callision Energy Ramp

CE Ramp...

Probe Temperature
|Jze Tune Page Settings
20

|Jze Probe Temp Ramp

Frobe Temp Ramp...

Daughters of : 157 B fEHEE FIETIRS
Start/End : 15 F R m/z EE -

ASEENEE NN

Waters

THE SCIENCE OF WHAT'S POSSIBLE.’

tethod

lonization kode ES+ =

Data Continuum -

Scan Duration [zecs]

Scan Time 1

Cone Woltage
[ Use Tune Page

Cone Waoltage [W) 20

[] Uze Cone Woltage Famp

Cv Ramp...

Time Start/Stop (min) : EfTEACIFNREEHE -
lonization Mode : EIEEHE - (ES - SEREEE ; APl - KRBE(EE8% ; APPI -

REBIEENFEE ; ASAP - ERERICIEENEE - )
v Data: BiEEPESHRIENLIFET T - Centroid - E1&E ; Continuum - EE R IE

o

v Scan Duration(secs) : EEEEE 2 m/z SEEIMNIRHERE - [REBEHA - BB

55 - BMERMEED - IREERERTY -

v" Collision Energy : {5 MiEEEE - =i/ Use Tune &8 Tune Page RYRTIEHEE -

SHA ARSI/ -

Kt
&

EI‘

v' Cone Voltage : 15 E#E%#EE - 312 Use Tune Page kB8 Tune Page X £ EE[E -
MEBEHA  HMFEERERHENESEAN  BAS5IREERNBR R -
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e
Waters

THE SCIENCE OF WHAT'S POSSIBLE.”

D. MRM B MM

LSRN N N NN

Function:1 MRM - e
Method Channels
lonization Mode lE5+ vJ Compound Nam| Parent (m/z) Daughter (miz) | Auto Dw Dwell (s) Cone (V) Collision (V) | PIC Comments
1 B 0.025 [&]
Span i}

Usge Tune Cone Voltage (=)
Use Tune Collision Energy )
Retention Window [Mins)

Start 1]

End 16

Piobe Temperature

Usze Tune Page Settings
20

Use Probe Temp Ramp
Probe Temp Famp...
FIC Scan
Usze Default FIC Scan function
Daughter Scan

Uz Default Threshold
20
500000

Usze Default Collision Energy
20 [ add | [Dekte | [Cleart| [ Undo | [ Redo | [FilDown]

l oK I l Cancel I

lonization Mode : E#ZjiFBA - (ES - EIEREGFRE ; APl - KR EMCE)FBE ; APPI -
AREBHICEEEEE | ASAP - BERR(CIEEREE <)

Span : BFF m/z WEERE

Retention Window (Mins) Start/Stop : BT E IS EIEE -

Compound Name : {5 &7F -

Parent (m/z) : 18 ERIBREET m/z - EITIHR -

Daughter (m/z) : {8E®RBEF m/z -

Dwell (s) : FUHBIE 4T m/z FAERFISE - BREEMA - EEEKEHR - BB R 2
Do BRAFRRERNT -

Collision Energy : 18 Hi1EREE - 5(Z Use Tune #8& Tune Page MAIERESE - Al 1ERE
SHAW R EZHE/) -

Cone Voltage : 15 E#x#ER - 3Z Use Tune kB8R Tune Page FUEXIEER - (8 E
BEHX  BEFEERHERNEESEX  BARS5RIREEHE R -

PIC: Z¥EQ[HIT" HRBFIRHEER" ZINEE -

lﬂ
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E. Neutral Loss

ASEENEE NN

Waters

THE SCIENCE OF WHAT'S POSSIBLE.’

B tevtral Loss

Function:1 Neutral Los It x I

tazz [msz) tethod

Losses of lonization Mode E5+ =

Start

Time [Mins) Scan Duration [secs)

Start Scan Time 1

End

Callizion Eneray Cone Waltage
[T Usze Tune Page [T Usze Tune Page

Callizion Energy [+ 30 Cone Waltage [W) 20

[7] Use Callision Energy Famp [7] Use Cone Waltage Flamp

CE Ramp... Cv Ramp...

Probe Temperature

Jze Tune Page Settings

20

Ok, l [ Cancel

|22 Probe Temp Ramp

Probe Temp Ramp...

Lossof : e MR FE -

Start/End : I8 R m/z EE -

Time Start/Stop (min) : EEILHFNEEZEE -

lonization Mode : E#ZjiFBA - (ES - EEREGFRE ; APl - KR BMCE)FBE ; APPI -
RREBAACETEEE ; ASAP - BREREEEHEE - )

Data : BB PBE=ARIENLEEFS T - Centroid - EIRE ; Continuum - EEKIE

°

Scan Duration(secs) : EtEIEE 2 m/z EENRHER - REEBEWNK - BEEEE
55 - EATERL B - IRAETERERT -

Collision Energy : f&EMI1EREE - 3UE Use Tune kB8R Tune Page FUAIERESE - HliiERE
S AR B/ -

Cone Voltage : {5 E#EXH#E R - i2E Use Tune Page k88 Tune Page HUEXEE B -
MEBEHA  HMFEERERHENESEAN  BAS5IREERNBR R -

K}
&
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F.

ASEENEE NN

Parent Scan B Parerts

Mazz [miz]

Farents of
Start
End 2000.00

Time [Minzg]
Start

End

Collision Energy
[ Use Tune Page

Collision Energy [v] 30

[7] Use Collision Energy Famp
CE Ramp...
Frobe Temperature

Uze Tune Fage Settings
20

Uze Probe Temp Ramp

Probe Temp Ramp..

Parents of : fE R B+ m/z °

Start/End : 15 EREHE m/z EE -

Method

lonization Mode E5+ =

Scan Duration [secs)

Scan Time 1

Cone Voltage
[ Use Tune Page

Cone Vaoltage [V] 20

[ Use Cone Voltage Famp

Cv Ramp...

Time Start/Stop (min) : EfTEILHFNEEZE -
lonization Mode : ZEZJFEEE - (ES - SIERNFBEE ; APl - KRRB(EEBEEE ; APPI -
RRBHACEEEEE ; ASAP - BRt R {L(EEERE - )
Data : BB PBE=ARIENLEEFS T - Centroid - EIRE ; Continuum - EEKIE

o

Scan Duration(secs) : BiLBEEE 2 m/z SEEIFEERR -

55 - BMERMEED - IREERERTY -

osE=

)

A AE

Waters

THE SCIENCE OF WHAT'S POSSIBLE.’

m
s
>|_
A
s
&
(]
Kt
et

Collision Energy : f&EMIIEREE - 3UE Use Tune #kBR Tune Page MUAIERESE - HliiERE

SHA ARSI/ -

Cone Voltage : {5 E#EXH#E R - i2E Use Tune Page k88 Tune Page HUEXEE B -
MEBEHA  HMFEERERHENESEAN  BAS5IREERNBR R -
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NS NE N NEEN

File

View

Ion Mode

NEZEHS O Ra| b 0o

Calibration Gas

Vacuum Ramps

Setup  Acquire

Waters

THE SCIENCE OF WHAT'S POSSIBLE.’

Help

ES- | Fluidics | Extended | Diagnnstics|

Source Waltages
Capillan [kW)

Cane [v]

Source Temperatures

Degolvation Temp ["C]
Source Gaz Flow
Dezolvation [LAHr)
Cane [L/hr]

Analyzer
L Resalution 1

Hi Resolution 1

lon Erergy 1

LM Resolution 2
HM Resgolution 2
lon Erergy 2

Caollision Energy MS [W)

o @ [—F—

B8 w0

ER T
-

M5 |

Ji

R e

T

103 |

Ji

s [——F—

I

R

Function
M5 Scan

51 Scan
M5 Scan
51 Scan

™ e e e
500.0 600.0

EE|EEE) |

LB e e
200.0 300.0 400.0

Capillary (kV) : EHREEE -
Cone (V): EIZXHERE -
Desolvation Temp(°C) : A%

SIBRRE -

Desolvation (L/Hr) : EHE G RRE

Cone (L/Hr) : EEHEERRER

62
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VII.

A. 7t Targetlynx &

818 Untitied - TargetLynx XS Method E

T/
Waters

THE SCIENCE OF WHAT'S POSSIBLE.’

Piyik — ~ BURERIESARRTE

1. EfEam&ERE

File Edit Update View Compound Help

BT IE A=

Compound List

Compound Properties Value
Compound Name nocompound
Acquisition Function Number 1
Quantification Trace 2941 = 64
Locate Peak Using Retention Time
Locate Peak Selection MNearest
Predicted Retention Time 2.8250
Retention Time Window (mins) IO 0.2450
Relative Retention Time Reference MNone
Response Uses Area
Response Type External (absolute - no internal standards)
[Ready CAP NUM
v Compound Name: B A&
v" Acquisition Function Number: ¥f&}¢ MS File PRI ERTE < 4R 5%
v' Quantification Trace: =gt F¥
v Locate Peak Using: Retention Time - DUE# & 74 €3 5 R B¢ 28 AR 79
v Locate Peak Selection: Nearest - &x5T/FBREIRNBITIES 52
v Predicted Retention Time: E#TIEFE51F BRI
v' Retention Time Window (mins): 7FRIETIER BISEIRZ & E
v Response Uses: Area - LIETEH7BIRS4RAY y B -
v Response Type: External - F2ARERWIBELR ; Internal - FARERWIBE

iR - BEENIRAR - NIREMM D BEE External -
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T/
Waters

THE SCIENCE OF WHAT'S POSSIBLE.’

72 Targetlynx SRERE - B Lozl

| B Untitled - Targetlynx XS |
File Edit Update View Compound Help

NS H|8 %<2 |sx B0

/| Compound List Eg\ ;'g RIS

Calibration Properties

Compound Mame

Calibration Reference Compound

Concentration Units

Value
nocompound

1: nocompound

Concentration of Standard: Level |§COHC A hé
Stock Concentration Factor 0.0000

Polynomial Type Linear

Calibration Origin Exclude

Weighting Function K

Ignore Zero Level Standards? NO

Ignore Zero Level QCs? NO

Use Standard Addition? NO

Propagate Calibration Parameters? NO

Ready

CAP NUM

v Concentration Units: 2E & - B0 ppb -

v Concentration of Standard Level: ZE# R mEFTERWEE -
Hms BRI RERNA -

v' Polynomial Type: Linear - i@ SR R MET -

Calibration Origin: Exclude - @SR A BBIRE -

v Weighting Function: BS&MEsEA - 1/x 3 1/x° -

HER

<
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N R |
Waters

THE SCIENCE OF WHAT'S POSSIBLE.’

3. BWIERDERE

A. TE Targetlynx B2 ERE - hE "= msm

@ Untitled - Targetlynx XS |
File Edit Update View Compound Help

DSHS Q- B
Compound List E|;°g| KA @ % %l 'EI

1: nocompound Integration Properties Value |+
Compound Mame nocompound
Smoothing Enabled? YES
[El1Smooth Parameters
Smoothing Method Mean
Smoothing lterations 1
Smoothing Width 2
Apex Track Enabled? NO |
[E]Standard Peak Detection Parameters i
Peak-to-peak noise amplitude 0.0000
Balance 0.0000
Splitting 0.0000
Detect Shoulder Peaks Threshold 0.0000
Reduce Tail 0.0000
Reduce Height 0.0000
[ElThreshold Parameters
Threshold Relative Height 1.60
Threshold Absolute Height 0
Threshold Relative Area 2.00
Threshold Absolute Area 0
< m | »
Ready CAP NUM

v 0% Chromatogram HIHEHD & - ®RES SN - EUEMKE
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Waters

THE SCIENCE OF WHAT'S POSSIBLE.’

4. EEHETEMRFHERE

A. 7t Targetlynx &

arEE - B e

DII
b

File Edit Update ‘u’lew Compound  Help
N2 H 3R @O
Compound List £ | o (2 4 I\El |h‘h§| B Y
Target lon Properties Value
Compound Name nocompound
Quantification Trace 294.1 > 64
Use Quan lon in Response Calculation? YES
Target lon RT Window (mins) 10 0.3250
Target lon Ratio Method Quan/Target
Calculate lon Ratio Tolerance As Ratio
Update lon Ratios Using Multiple Samples? NO
[EView First Target lon Parameters
Target lon Trace 288.1 =58
Use trace in response calculation? MO
Target lon Ratio 0.0000
Target lon Ratio Tolerance (%) 10 0
Target lon Must Exist? NO
Target lon Must Pass Ratio? NO
[E]View Second Target lon Parameters
Target lon Trace
Use trace in response calculation? NO
Target lon Ratio 0.0000
Target lon Ratio Tolerance (%) 10 0
Target lon Must Exist? MO
Target lon Must Pass Ratio? MO
|Ready cap num |
v Quantification Trace: T8 ¥ -
v Target lon RT Window (min): E 45 7 ETIENFBREN ﬁ 'ﬁ@ °
v" Target lon Ratio Method: B F¥LEERFTER T - Quan/Target - EH -
Target/Quan - EM/EE -
v Update lon Ratios Using Multiple Samples: ZJ#/5E - lon Ratio HiEZEZRBR -
1% B B/ Quan Reference A
FIEHIREmZ lon Ratio A
& -
v Target lon Ratio: lon Ratio #iE & -
v Target lon Ratio Tolerance (%): 7FFtxm P EIEA 73R lon Ratio R = E -
v Target lon Must Exist: 2)# - A BE B & ¥|ER lon Ratio 2&BER1E -
v' Target lon Must Pass Ratio: 2% - A BEE & ¥IER lon Ratio 2&HBBRE -
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Y |
Waters

THE SCIENCE OF WHAT'S POSSIBLE.’

ERBIERTE

£ Targetlynx s ERE - FE

File Edit Update View Compound Help

NS HS R X EE

Compound List Y e
1: New Compound Sample Flagging Properties Value
Compound Name Mew Compound

[¥]Calibration Curve Settings

[*]Signal To Noise Parameters

[]Retention Time Settings

[¥]Concentration Flagging and Reporting Parameters

Peak Asymmetry

Ready NUM

v' Calibration Curve Settings: RS/ EFGEFE -
v" Signal To Noise Parameters: FIRLEETEL T - IREKESHLERS 0 - oJBE)ET

fetr
E= o

v Retention Times Settings: EATIEF AR ERE=RHE -

v Concentration Flagging and Reporting Parameters: L[R2 E(Maximum
concentration)#1#k &2 E (Reporting concentration)Ei1& -

v Peak Asymmetry: ETIE¥HE 4RE -
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